Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.035; wR factor = 0.089; data-to-parameter ratio = 19.6.
The structure of the title salt, (C 6 H 8 N) 2 [CuCl 3.4 Br 0.6 ], consists of two 3-methylpyridinium cations and a distorted tetrahedral [CuCl 3.4 Br 0.6 ] 2À dianion. Substitutional disorder with Br is exhibited for three of the Cl atoms of the anion, giving a mixed chloride/bromide cuprate(II) anion. In the crystal, intermolecular N-HÁ Á ÁCl hydrogen bonds link two cations to one anion, forming a three-ion aggregate. These are connected into a supramolecular chain along the b axis viainteractions between the pyridinium rings [centroid-centroid distance = 3.743 (3) Å ].
Related literature
For general background to the geometry of the tetrahalidocuprate(II) species, see: Solomon et al. (1992) ; Kim et al. (2001) 
Experimental
Crystal data (C 6 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2002 ); cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999 et al., 1992; Kim et al., 2001; Panja et al., 2005) as well as magnetic functional materials (Lee et al., 2004; Turnbull et al., 2005; Shapiro et al., 2007) . In a previous paper, we (Sengottvelan et al., 2009) reported the structure of bis(3-methylpyridinium)tetrachlorocuprate(II) and investigated packing interactions such as hydrogen bonding and π-π interactions. Because CuBr 4 2-ions usually show less distortion from the ideal tetrahedral geometry compared with CuCl 4 2- (Edwards et al., 2011; AlDaman & Haddad, 2011) , the analogous chemistry with CuBr 4 2-was investigated. Herein, we disclose the the crystal structure of the bis(3-methylpyridinium) salt of a mixed-tetrachlorido/bromido cuprate(II) ion, 
Refinement
The H1 and H8 atoms were located in a difference map and refined freely. Other H atoms are positioned geometrically and refined using a riding model, with C-H = 0.93 -096 Å, and with U iso (H) = 1.2U eq (C) for aromatic and 1. 
